Figure S1 Features of Fkh2 in B. bassiana (Bb). (A) Phylogenetic tree constructed for comparison of BbFkh2 with the forkhead homologues of S. cerevisiae (Sc) and S. pombe (Sp) using neighbor-joining method in MEGA5 software. The bootstrap values of 1000 replications are given at nodes. (B) Protein sequence identity of BbFkh2 to ScFkh1 and ScFkh2.
) and Southern blot hybridization (lanes 46) with amplified probe. Genomic DNAs were digested by EcoRV/NdeI for the Southern blot analysis.
Figure S3
Microscopic images of blastospores (arrowed) in hemolymph of G. mellonella larvae surviving 3.5 days after intrahemocoel injection of 500 conidia per larva. Note that Fkh2 and two control strains showed little difference in blastospore morphology. Scale bars: µm. 
